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SEQUENCE LISTING 

<110> Witcher, Derrick 

Rathnachalam, Radhakrishnan 
Micanovic, Radmila 

<120> Protease Resistant FLINT Analogs 

<130> X-13161 

<140> 
<141> 

<160> 9 

<110> Patentin Ver . 2.0 

<210> 1 
<211> 271 
<212> PRT 

<213> Homo sapiens 
<400> 1 

Val Ala Glu Thr Pro Thr Tyr Pro Trp Arg Asp Ala Glu Thr Gly Glu 
15 10 15 

Arg Leu Val Cys Ala Gin Cys Pro Pro Gly Thr Phe Val Gin Arg Pro 
20 25 30 

Cys Arg Arg Asp Ser Pro Thr Thr Cys Gly Pro Cys Pro Pro Arg His 
35 40 45 

Tyr Thr Gin Phe Trp Asn Tyr Leu Glu Arg Cys Arg Tyr Cys Asn Val 
50 55 60 

Leu Cys Gly Glu Arg Glu Glu Glu Ala Arg Ala Cys His Ala Thr His 
65 70 75 80 

Asn Arg Ala Cys Arg Cys Arg Thr Gly Phe Phe Ala His Ala Gly Phe 
85 90 95 

Cys Leu Glu His Ala Ser Cys Pro Pro Gly Ala Gly Val lie Ala Pro 
100 105 110 

Gly Thr Pro Ser Gin Asn Thr Gin Cys Gin Pro Cys Pro Pro Gly Thr 
115 120 125 

Phe Ser Ala Ser Ser Ser Ser Ser Glu Gin Cys Gin Pro His Arg Asn 
130 135 140 

Cys Thr Ala Leu Gly Leu Ala Leu Asn Val Pro Gly Ser Ser Ser His 
145 150 155 160 

Asp Thr Leu Cys Thr Ser Cys Thr Gly Phe Pro Leu Ser Thr Arg Val 
165 170 175 

Pro Gly Ala Glu Glu Cys Glu Arg Ala Val He Asp Phe Val Ala Phe 
180 185 190 

Gin Asp He Ser He Lys Arg Leu Gin Arg Leu Leu Gin Ala Leu Glu 
195 200 205 

Ala Pro Glu Gly Trp Gly Pro Thr Pro Arg Ala Gly Arg Ala Ala Leu 
210 215 220 

Gin Leu Lys Leu Arg Arg Arg Leu Thr Glu Leu Leu Gly Ala Gin Asp 
225 230 235 240 
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Gly Ala Leu Leu Val Arg Leu Leu Gin Ala Leu Arg Val Ala Arg Met 



245 



pro Gly Leu Glu Arg Ser Val Arg Glu Arg Phe Leu Pro Val His 



260 



265 



<210> 2 
<211> 813 
<212> DNA 

<213> Homo sapiens 

gjggcagaaa cacccaccta cccctggcgg gacgcagaga caggggagcg g^tSf^gtgc 60 
acccagtgcc ccccaggcac ctttgtgcag cggccgtgcc gccgagacag ccccacgacg 120 
?gtgglccgt gtccaccgcg ccactacacg cagttctgga actacctgga gc9Ctgccgc 180 
tictlcaacg tcctctgcgg ggagcgtgag gaggaggcac gggcttgcca cgccacccac 240 
aaccltgcct gccgctgccg caccggcttc ttcgcgcacg ctggtttctg cctggagcac 300 
Jcatcg^gtc cacctg|tg! cggcgtgatt gccccgggca cccccagcca ^--acgcag 360 
?gccaiccgt gccccccagg caccttctca gccagcagct ccagctcaga Scagtgccag 420 
ccccaccgca actgcacggc cctgggcctg gccctcaatg tgccaggctc "^^tcccat 480 
gacaccctgt gcaccagctg cactggcttc cccctcagca ccagggtacc aggagctgag 540 
lagtgtgagc gtgccgtcat cgactttgtg gctttccagg acatctccat caagaggctg 600 
calcggctgc tgcaggccct cgaggccccg gagggctggg gtccgacacc aagggcgggc 660 
cgcgcggcct tgcagctgaa gctgcgtcgg cggctcacgg agctcctggg ggcgcaggac 720 
ggggcgctgc tggtgcggct gctgcaggcg ctgcgcgtgg ccaggatgcc cgggctggag 780 
cggagcgtcc gtgagcgctt cctccctgtg cac 

<210> 3 
<211> 300 
<212> PRT 

<213> Homo sapiens 
<400> 3 

Met Arg Ala Leu Glu Gly Pro Gly Leu Ser Leu Leu Cys Leu Val Leu 
15 10 15 

Ala Leu Pro Ala Leu Leu Pro Val Pro Ala Val Arg Gly Val Ala Glu 
20 25 30 

Thr Pro Thr Tyr Pro Trp Arg Asp Ala Glu Thr Gly Glu Arg Leu Val r 
35 40 45 ^ 

cys Ala Gin Cys Pro Pro Gly Thr Phe Val Gin Arg Pro Cys Arg Arg 
50 55 60 

ASP Ser Pro Thr Thr Cys Gly Pro Cys Pro Pro Arg His Tyr Thr Gin 
65 70 75 80 

Phe Trp Asn Tyr Leu Glu Arg Cys Arg Tyr Cys Asn Val Leu Cys Gly 
85 90 95 

Glu Arg Glu Glu Glu Ala Arg Ala Cys His Ala Thr His Asn Arg Ala 
100 105 110 

Cys Arg Cys Arg Thr Gly Phe Phe Ala His Ala Gly Phe Cys Leu Glu 
115 120 125 

His Ala ser Cys Pro Pro Gly Ala Gly Val lie Ala Pro Gly Thr Pro 
130 135 140 

ser Gin Asn Thr Gin Cys Gin Pro Cys Pro Pro Gly Thr Phe Ser Ala 
145 150 155 160 

Ser Ser Ser Ser Ser Glu Gin Cys Gin Pro His Arg Asn Cys Thr Ala 
165 170 175 

Leu Gly Leu Ala Leu Asn val Pro Gly Ser Ser Ser His Asp Thr Leu 
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180 185 190 

Cys Thr Sex Cys Thr Gly Phe Pro Leu Ser Thr TLrg Val Pro Gly Ala 
195 200 205 

Glu Glu Cys Glu Arg Ala Val He Asp Phe Val Ala Phe Gin Asp lie 
210 215 220 

Ser He Lys Arg Leu Gin Arg Leu Leu Gin Ala Leu Glu Ala Pro Glu 
225 230 235 240 

Gly Trp Gly Pro Thr Pro Arg Ala Gly Arg Ala Ala Leu Gin Leu Lys 
245 250 255 

Leu Arg Arg Arg Leu Thr Glu Leu Leu Gly Ala Gin Asp Gly Ala Leu 
260 265 270 

Leu Val Arg Leu Leu Gin Ala Leu Arg Val Ala Arg Met Pro Gly Leu 
275 280 285 

Glu Arg Ser Val Arg Glu Arg Phe Leu Pro Val His 
290 295 300 



<210> 4 



<211> 29 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Arg Ala Leu Glu Gly Pro Gly Leu Ser Leu Leu Cys Leu Val Leu 
15 10 15 

Ala Leu Pro Ala Leu Leu Pro Val Pro Ala Val Arg Gly 
20 25 



<210> 5 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: oligo primer 
<400> 5 

gcaccagggt accaggagct gaggagtgtg agcgtgccg 3 9 

<210> 6 
<211> 44 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: oligo primer 
<400> 6 

tcagctgcaa ggcggcgcgc cccgcttgtg gtgtcggacc ccag 4 4 

<210> 7 

<211> 44 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: oligo primer 
<400> 7 
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ggggtccgac accacaagcg gggcgcgccg ccttgcagct gaag 44 

<210> 8 
<211> 43 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: oligo primer 
<400> 8 

gcacagaatt catcagtgca cagggaggaa gcgctcacgg acg 4 3 

<210> 9 

<211> 936 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (25) . . (924) 

O <400> 9 

gctctccctg ctccagcaag gacc atg agg gcg ctg gag ggg cca ggc ctg 51 

Met Arg Ala Leu Glu Gly Pro Gly Leu 

1 5 



teg ctg ctg tgc ctg gtg ttg gcg ctg cct gcc ctg ctg ccg gtg ccg 99 

Ser Leu Leu Cys Leu Val Leu Ala Leu Pro Ala Leu Leu Pro Val Pro 

10 15 20 25 

get gta cgc gga gtg gca gaa aca ccc acc tac ccc tgg egg gac gca 147 

Ala val Arg Gly Val Ala Glu Thr Pro Thr Tyr Pro Trp Arg Asp Ala 

30 35 40 

gag aca ggg gag egg ctg gtg tgc gcc cag tgc ccc cca ggc acc ttt 195 

Glu Thr Gly Glu Arg Leu Val Cys Ala Gin Cys Pro Pro Gly Thr Phe 

45 50 55 



gtg cag egg ccg tgc cgc ega gac age ccc acg acg tgt ggc ccg tgt 
Val Gin Arg Pro Cys Arg Arg Asp Ser Pro Thr Thr Cys Gly Pro Cys 
60 65 70 



243 



cca ccg cgc cac tac acg cag ttc tgg aac tac ctg gag cgc tgc cgc 291 
Pro Pro Arg His Tyr Thr Gin Phe Trp Asn Tyr Leu Glu Arg Cys Arg 
75 80 85 

tac tgc aac gtc etc tgc ggg gag cgt gag gag gag gca egg get tgc 339 
Tyr Cys Asn val Leu Cys Gly Glu Arg Glu Glu Glu Ala Arg Ala Cys 
90 95 100 105 



cac gcc acc cac aac cgt gcc tgc cgc tgc cgc acc ggc ttc ttc gcg 
His Ala Thr His Asn Arg Ala Cys Arg Cys Arg Thr Gly Phe Phe Ala 
110 115 120 



387 



cac get ggt ttc tgc ttg gag cac gca teg tgt cca cct ggt gcc ggc 43 5 

His Ala Gly Phe Cys Leu Glu His Ala Ser Cys Pro Pro Gly Ala Gly 

125 130 135 

gtg att gcc ccg ggc acc ccc age cag aac acg cag tgc cag ccg tgc 483 

Val lie Ala Pro Gly Thr Pro Ser Gin Asn Thr Gin Cys Gin Pro Cys 

140 145 150 

ccc cca ggc acc ttc tea gee age age tec age tea gag cag tgc cag 531 

Pro Pro Gly Thr Phe Ser Ala Ser Ser Ser Ser Ser Glu Gin Cys Gin 
155 160 165 

ccc cac cgc aac tgc acg gcc ctg ggc ctg gee etc att gtg cca ggc 57 9 
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Pro His Arg Asn Cys Thr Ala lieu Gly Leu Ala Leu lie Val Pro Gly 
170 175 180 185 

tct tec tec cat gac acc ctg tgc acc age tgc act ggc ttc cee etc 627 
Ser Ser Ser His Asp Thr Leu Cys Thr Ser Cys Thr Gly Phe Pro Leu 
190 195 200 

age acc agg gta eca gga get gag gag tgt gag cgt gcc gtc ate gac 675 
Ser Thr Arg Val Pro Gly Ala Glu Glu Cys Glu Arg Ala Val lie Asp 
205 210 215 

ttt gtg get ttc cag gac ate tec ate aag agg ctg cag egg ctg ctg 723 
Phe Val Ala Phe Gin Asp lie Ser lie Lys Arg Leu Gin Arg Leu Leu 
220 225 230 

cag gcc etc gag gcc ccg gag ggc tgg get ccg aca eca agg gcg ggc 771 
Gin Ala Leu Glu Ala Pro Glu Gly Trp Ala Pro Thr Pro Arg Ala Gly 
235 240 245 

cgc gcg gcc ttg cag ctg aag ctg cgt egg egg etc aeg gag etc ctg 819 
Arg Ala Ala Leu Gin Leu Lys Leu Arg Arg Arg Leu Thr Glu Leu Leu 
250 255 260 265 

=4J ggg gcg cag gac ggg gcg ctg ctg gtg egg ctg ctg cag gcg ctg cgc 867 

Gly Ala Gin Asp Gly Ala Leu Leu Val Arg Leu Leu Gin Ala Leu Arg 
270 275 280 

gtg gee agg atg cee ggg ctg gag egg age gtc cgt gag cgc ttc etc 915 
Q Val Ala Arg Met Pro Gly Leu Glu Arg Ser Val Arg Glu Arg Phe Leu 

285 290 295 



ect gtg cac tgatcctgge ce 936 
Pro Val His 
300 
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